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Abstract

The northern region of Thailand is habitat to several species of Chiloschista
and Schoenorchis (Orchidaceae).  This project investigated the diversity of
endophytic fungi associated with roots of two orchid genera collected in Chiang Mai
and Chiang Rai Provinces. Fungal isolation was carried out using roots of adult
plants collected from several ecologically diverse sites. Fungal identification was
performed by morphological characterization and the analysis of the internal
transcribed spacer and 5.8S ribosomal DNA sequences. The six fungal isolates
obtained from C. parishii, C. viridiflora, and an unidentified species of Chiloschista
were FEpulorhiza repens, whereas, the two fungal isolates obtained from S.
seidenfadenii and S. fragrans were identified to be anamorphs of Ceratobasidium.
According to the analysis of ITS sequences, the two fungal isolates obtained from the
Schoenorchis orchids are potentially a new species in the genus Ceratobasidium.





