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ABSTRACT

Phyllosticta species are predominantly plant pathogens with a worldwide
distribution. They are responsible for numerous diseases including leaf spots and
black spots on fruits. Several species have been reported as saprobes and some, in
particular Phyllosticta capitalensis as endophytes with a worldwide distribution.
Species recognition in Phyllosticta has historically been based on morphology, culture
characters and host-association. Although there have been several taxonomic
revisions and enumerations of species, there is still considerable confusion in the
determination of Phyllosticta species. Molecular sequence data analysis has become
commonplace in classifying plant pathogenic genera like Phyllosticta. Initially ITS
and morphology was used to characterize species, however, they could not resolve
species well. Recent multigene phylogenetic analysis in the genus have involved
multi-loci combined genes with two (ITS and ACT) and five genes (ITS, LSU, ACT,
TEF and GPDH) trees, as well as morphology and pathogenicity testing, so at present
there are about 10 described species in the genus

At the beginning of this study (October 2010) there more than ten confirmed
“molecular” species in the genus causing plant diseases worldwide and only two were
known from Thailand. We therefore initiated a survey of Phyllosticta species
infecting plants in Thailand. In the first and second years of this study we collected
more than 200 fresh specimens of various disease plants and fruits from different
places in Thailand. From these we successfully isolated 72 strains from fresh diseased
samples or as endophytes from asymptomatic samples. The major finding of year 2 is
that Phyllosticta capitalensis 1s an endophyte and weak plant pathogen with a
worldwide distribution presently known from 70 plant families. We also sequenced
the five genes of 28 isolates and carried out morphological as well as pathogenicity
studies. Year 3 we sequenced 160 strains of other species from various culture
collections and are in the process of analysing this data. Initial results indicate we
have nine potential new species. We have developed collaboration with China and
Netherlands and are involved in developing a practical phylogeny and morphology
based approach for the identification of Phyllosticta species. Our collaboration with
Chinese and European colleagues will bring greater depth to the research and
international agreement to the findings. This project we published eight papers of
which five were SCI. One of these was a review paper on Phyllosticta and was
published in an SCI journal of 5.03 and has been cited 19 times since being published.
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